
 

 The Center for Genomic Technologies. 
 

             Request to join MiSeq/NextSeq run form 

 

 
Please send the form by E-mail to: nadi.turjema@mail.huji.ac.il 

 

 

Date:______________ 

 

Sender (full name):_______________Head of the group: _______________________ 

 

E-mail address:___________________________      Phone: _____________________ 

 

BaseSpace account:__________________________ 

Pass: __________________ 

Run name: _________________ 

 

 

Sequencing Machine: MiSeq / NextSeq   

 

Sequencing mode: single read/paired end/ single index/dual index 

 

Protocol for library preparation:____________________________ 

 

Number of reads wanted: __________________________ 

 

Reads length wanted:  ___________.  

 

Barcode length:________________    

 

 

 

 

Libraries data: 
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